

SEQUENCE LISTING 




<110> Cresswell , Carl John 
Dudley, Adam Jeston 

<120> CHEMICAL COMPOUNDS 



<130> 06275-265001 

<140> US 09/925, 641 
<141> 2001-08-10 

<150> US 60/233, 624 
<151> 2000-09-13 

<150> GB 0020544 . 3 
<151> 2000-08-22 

<160> 16 

<170> FastSEQ for Windows Version 4.0 

<210> 1 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 1 

accagcagtt ggagg 15 

<210> 2 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 



<210> 3 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 



<400> 2 

gtttagtagc aagcc 



15 



<400> 3 

agaggcgacc attgg 



15 





<210> 4 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 4 

cccatagatg gtcgg 15 

<210> 5 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 



<210> 6 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 6 

caacatctat actgg 15 

<210> 7 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 



<210> 8 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 8 

taaggctctc tagag 15 



<400> 5 

attcacccac agagg 



15 



<400> 7 

caatgacatg tatgg 



15 



<210> 9 
<211> 15 



3 



<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 9 

cttaccaata gcctg ^' 

<210> 10 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 10 

gtgtctagaa cagcc -j_ c 

<210> 11 
<211> 14 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 11 

agtagatttc tggc 14 

<210> 12 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 12 

cacatagcac taagc 15 

<210> 13 

<211> 2578 

<212> DNA 

<213> Homo sapiens 

<400> 13 

tctacactta aaatgccacc agcagttgga ggtccagttg gatacacccc cccagatgga 60 

ggctggggct gggcagtggt aattggagct ttcatttcca tcggcttctc ttatgcattt 120 

cccaaatcaa ttactgtctt cttcaaagag attgaaggta tattccatgc caccaccagc 180 

gaagtgtcat ggatatcctc cataatgttg gctgtcatgt atggtggagg tcctatcagc 240 

agtatcctgg tgaataaata tggaagtcgt atagtcatga ttgttggtgg ctgcttgtca 300 

ggctgtggct tgattgcagc ttctttctgt aacaccgtac agcaactata cgtctgtatt 360 

ggagtcattg gaggtcttgg gcttgccttc aacttgaatc cagctctgac catgattggc 420 

aagtatttct acaagaggcg accattggcc aacggactgg ccatggcagg cagccctgtg 480 

ttcctctgta ctctggcccc cctcaatcag gttttcttcg gtatctttgg atggagagga 540 



4 



agctttctaa ttcttggggg cttgctacta aactgctgtg ttgctggagc cctcatgcga 600 

ccaatcgggc ccaagccaac caaggcaggg aaagataagt ctaaagcatc ccttgagaaa 660 

gctggaaaat ctggtgtgaa aaaagatctg catgatgcaa atacagatct tattggaaga 720 

caccctaaac aagagaaacg atcagtcttc caaacaatta atcagttcct ggacttaacc 780 

ctattcaccc acagaggctt tttgctatac ctctctggaa atgtgatcat gttttttgga 840 

ctctttgcac ctttggtgtt tcttagtagt tatgggaaga gtcagcatta ttctagtgag 900 

aagtctgcct tccttctttc cattctggct tttgttgaca tggtagcccg accatctatg 960 

ggacttgtag ccaacacaaa gccaataaga cctcgaattc agtatttctt tgcggcttcc 1020 

gttgttgcaa atggagtgtg tcatatgcta gcacctttat ccactaccta tgttggattc 1080 

tgtgtctatg cgggattctt tggatttgcc ttcgggtggc tcagctccgt attgtttgaa 1140 

acattgatgg accttgttgg accccagagg ttctccagcg ctgtgggatt ggtgaccatt 1200 

gtggaatgct gtcctgtcct cctggggcca ccacttttag gtcggctcaa tgacatgtat 1260 

ggagactaca aatacacata ctgggcatgt ggcgtcgtcc taattatttc aggtatctat 1320 

ctcttcattg gcatgggcat caattatcga cttttggcaa aagaacagaa agcaaacgag 1380 

cagaaaaagg aaagtaaaga ggaagagacc agtatagatg ttgctgggaa gccaaatgaa 1440 

gttaccaaaa cagcagaatc tccggaccag aaagacacag aaggagggcc caaggaggag 1500 

gaaagtccag tctgaatcca tggggctgaa gggtaaattg agcagttcat gacccaggat 1560 

atctgaaaat attctactgg cctgtaatct accagtggtg ctcaatgcaa atagtagaca 1620 

tttgtgtgga aatcatacca gttgttcatt gatgggattt ttgtttgact ccttaccaat 1680 

agcctgaatt tgaggaggga atgattggta gcaaaggatg ggggaaagaa gtaggttctg 1740 

ttttgttttg ttttaatctt agcttttaat agtgtcataa agattataat atgtgcctta 1800 

agttttagtc tttagaactc tagagagcct taacttctta aaccattttt gctgaattca 1860 

tctatttcga gtgttgtgtt aaaaggaaaa ataacaacta acttgtttga ggcaaatcta 1920 

aaatttaaaa ttaatcttgc ttcattgtta catgtaatat atttcagaca ttttcactgg 1980 

aagatttatg aacagaaata ttggttgaaa gttagagatt ttacaaaatg ctgacaaaaa 2040 

tattttccta gcatcagtag atttctggca tatgtttctg ctagctatat atttaggaaa 2100 

ttcaaagcat aaaactttgg caacatcttg gctgttctag acacagtgta cttgtcaacc 2160 

cctctcaggt accttttctt gggatgctta ttagaagcca agtaaagtgc ttaaggtttg 2220 

ttttcattaa attagctatt tctgctcccc tgttcaaaga tgcattttga gtgtttatag 2280 

atcactgccc tttttgaaat cacctggtat tatttttctt actggaaaag ttagtattaa 2340 

aatctacaga actacatatt tgtgcctcct tggtaaatac aacacatcta attaaatgta 2400 

gacagatatt tcaaacatca gctgaattca cttaagtttt tccaaaacct cagttaaact 24 60 

gtgaagctat tggaattttt ttttcctgga atttttcccc tttgattcac agtggtccca 2520 

tttatatctg cttctagctt agtgctatgt gtgagatatg tgtgtgtttg gtgttttt 2578 

<210> 14 
<211> 500 
<212> PRT 

<2 1 3> Homo sapiens 
<400> 14 

Met Pro Pro Ala Val Gly 

1 5 
Gly Trp Gly Trp Ala Val 
20 

Ser Tyr Ala Phe Pro Lys 
35 

Gly lie Phe His Ala Thr 
50 

Met Leu Ala Val Met Tyr 
65 70 
Asn Lys Tyr Gly Ser Arg 
85 

Gly Cys Gly Leu lie Ala 
100 

Tyr Val Cys lie Gly Val 
115 



Gly Pro 

Val lie 

Ser He 
40 

Thr Ser 
55 

Gly Gly 

He Val 

Ala Ser 

He Gly 
120 



Val Gly Tyr 
10 

Gly Ala Phe 
25 

Thr Val Phe 

Glu Val Ser 

Gly Pro He 
75 

Met He Val 
90 

Phe Cys Asn 
105 

Gly Leu Gly 



Thr Pro 

He Ser 

Phe Lys 
45 

Trp He 
60 

Ser Ser 

Gly Gly 

Thr Val 

Leu Ala 
125 



Pro Asp Gly 
15 

He Gly Phe 
30 

Glu He Glu 

Ser Ser He 

He Leu Val 
80 

Cys Leu Ser 

95 

Gin Gin Leu 
110 

Phe Asn Leu 



5 



Asn 


Pro 


Ala 


Leu 


Thr 


Met 


He 


Gly 


Lys 


Tvr 
j 


Phe 


Tvr 


Lys 


Arg 


Arg 


Pro 




130 










135 










1 4 U 










Leu 


Ala 


Asn 


Gly 


Leu 


Ala 


Met 


Ala 


Gly 


Ser 


Pro 


Val 


Phe 


Leu 


Cys 


Th r 


145 










150 










155 










X u u 


Leu 


Ala 


Pro 


Leu 


Asn 


Gin 


Val 


Phe 


Phe 


Gly 


lie 


Phe 


Gly 


Trn 
i xp 


Arg 


f4l V 

oiy 










165 










170 










1 7 s 




Ser 


Phe 


Leu 


He 


Leu 


Glv 


Glv 


Leu 


Leu 


Leu 


Asn 


Cys 


Cys 


Val 


Ala 


ui y 








180 










185 










1 90 






Ala 


Leu 


Met 


Arg 


Pro 


He 


Gly 


Pro 


Lys 


Pro 


Thr 


Lys 


Ala 


Gly 


T . v q 
i->y o 


A en 






195 










200 










90R 








Lys 


Ser 


Lys 


Ala 


Ser 


Leu 


Glu 


Lys 


Ala 


Gly 


Lys 


Ser 


Gly 


Val 


Lys 


T .V Q 

j-j _y o 




210 










215 










990 










Asp 


Leu 


His 


Asp 


Ala 


Asn 


Thr 


Asp 


Leu 


He 


Gly 


Arg 


His 


Pro 


Lys 


C\ n 


225 










230 










235 










6 4 U 


Glu 


Lys 


Arg 


Ser 


Val 


Phe 


Gin 


Thr 


He 


Asn 


Gin 


Phe 


Leu 


Asp 


±j c u. 


Th r 

1 1 1 X 










24 5 










250 










9 ^ S 
ii j j 




Leu 


Phe 


Thr 


His 


Arg 


Gly 


Phe 


Leu 


Leu 


Tvr 
y 


Leu 


Ser 


Gly Asn 


Val 


He 








260 










265 










970 






Met 


Phe 


Phe 


Gly 


Leu 


Phe 


Ala 


Pro 


Leu 


Val 


Phe 


Leu 


C d y 
O C X 


O c: X 


Tvr 
i y x 


Gly 






275 










280 










9 ft S 

O ~J 








Lvs 


Ser 


Gin 


His 


Tvr 
x i • L - 


Ser 


Ser 


Glu 


Lys 


Ser 


Ala 


Phe 


Leu 


Leu 


Ser 


lie 




290 










295 










300 










Leu 


Ala 


Phe 


Val 


Asp 


Met 


Val 


Ala 


Arg 


Pro 


Ser 


Met 


Gly 


Leu 


v a 1 


_l a. 


305 










310 










315 










^90 

3 £. \J 


Asn 


Thr 


Lys 


Pro 


He 


Arg 


Pro 


Arg 


He 


Gin 


i yx 




Phe 


Ala 




9 o r* 
OCX 










325 










330 










j j j 




Val 


Val 


Ala 


Asn 


Gly 


Val 


Cys 


His 


Met 


Leu 


Ala 


Pro 


Leu 


Ser 




Th r 
i in 








34 0 










34 5 










350 






Tyr 


Val 


Glv 


Phe 


Cys 


Val 


Tvr 


Ala 


Gly 


Phe 


Phe 


Gly 


Phe 


Ala 


Phe 


m v 






355 










360 










365 








Trp 


Leu 


Ser 


Ser 


Val 


Leu 


Phe 


Glu 


Thr 


Leu 


Met 


Asp 


Leu 


Val 


m v 


Pro 
r i u 




370 










375 










0 

w> O \J 










Gin 


Arg 


Phe 


Ser 


Ser 


Ala 


Val 


Gly 


Leu 


Val 


Thr 


He 


Val 


Glu 


C VQ 


^y o 


385 










3 90 










O z> u 












Pro 


Val 


Leu 


Leu 


Gly 


Pro 


Pro 


Leu 


Leu 


Gly 


Arg 


Leu 


Asn 


Asp 


l Jc L. 


Tvr 

i yr 










4 05 










4 1 0 










H X 3 




Gly Asp 


Tvr 
j 


Lys 


Tvr 


Thr 


Tvr 


Trp 


Ala 


Cys 


Gly 


Val 


Val 


Leu 


lie 


lie 








420 










425 










430 






Ser 


Gly 


He 


Tyr 


Leu 


Phe 


He 


Gly Met 


Gly 


He 


Asn 


Tyr 


Arg 


Leu 


Leu 






435 










440 










445 








Ala 


Lys 


Glu 


Gin 


Lys 


Ala 


Asn 


Glu 


Gin 


Lys 


Lys 


Glu 


Ser 


Lys 


Glu 


Glu 




450 










455 










460 










Glu 


Thr 


Ser 


He 


Asp 


Val 


Ala 


Gly 


Lys 


Pro 


Asn 


Glu 


Val 


Thr 


Lys 


Thr 


465 










470 










475 










480 


Ala 


Glu 


Ser 


Pro 


Asp 


Gin 


Lys 


Asp 


Thr 


Glu 


Gly 


Gly 


Pro 


Lys 


Glu 


Glu 



485 490 495 



Glu Ser Pro Val 
500 

<210> 15 
<211> 22 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Primer 



<400> 15 

ctccggacca gaaagacaca gc 

<210> 16 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 



<400> 16 

gaagttaagg ctctctagag 



20 



